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ABSTRACT 

Background: Dengue fever is a prevalent vector-borne disease that can lead to severe complications, including 

dengue hemorrhagic fever (DHF) and dengue shock syndrome (DSS). Secondary infections in dengue patients, whether 

bacterial, fungal, or viral, are a significant concern as they can complicate the clinical course, worsen disease outcomes, 

and increase hospital stay duration. This study aims to identify the prevalence, microbial profile, and clinical impact of 

secondary infections in dengue patients, providing insights for better clinical management. Methods: This cross-

sectional observational study was conducted on 110 dengue patients admitted during the peak transmission season. 

Patients were diagnosed with dengue based on serological tests (IgM/IgG) and/or RT-PCR. Clinical assessments, 

microbiological investigations (blood, urine, sputum, and wound cultures), and antimicrobial susceptibility tests were 

performed to identify secondary infections. Demographic, clinical, and laboratory data were recorded, and the 

correlation between secondary infections and disease severity was analyzed using statistical methods. Results: Among 

110 dengue patients, 61.8% were male, and the highest age group was 21–40 years (28.2%). Most patients (70%) had 

no comorbidities. Fever (100%), rash (80%), and hemorrhagic manifestations (30%) were common, with severe forms 

(DSS/DHF) in 30%. Secondary infections occurred in 40.9% of patients, with bacterial infections (62.2%) being the 

most frequent. Secondary infections were more common in adults aged 21–60 years (45.5%) and those with severe 

dengue (62.5% vs. 35.4%, p<0.01). Risk factors for secondary infections included age >40 years, comorbidities, and 

severe dengue (p=0.02, p=0.03, p=0.04, respectively). Patients with secondary infections had longer hospital stays (7.8 

vs. 4.6 days, p<0.001) and higher ICU admissions (20% vs. 5%, p=0.005). Mortality did not differ significantly 

(p=0.15). Conclusion: Secondary infections are common in dengue patients, especially in severe cases and those with 

comorbidities. These infections contribute to prolonged hospital stays and complicate clinical management. Early 

detection and targeted treatment are crucial for improving patient outcomes. 
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1. Introduction 

Dengue fever, a vector-borne viral disease caused by the dengue virus (DENV), is a significant public 

health concern in tropical and subtropical regions, including Bangladesh. The country has experienced 

frequent outbreaks of dengue fever, particularly in urban areas, owing to the high density of the Aedes 

mosquito vectors and rapid urbanization. While most cases of dengue present with mild to moderate 

symptoms, a subset of patients progresses to severe forms of the disease, such as dengue hemorrhagic fever 

(DHF) and dengue shock syndrome (DSS), which carry a high risk of morbidity and mortality. The clinical 

management of dengue primarily involves supportive care, fluid resuscitation, and monitoring for 

complications [1]. However, the management of secondary infections in dengue patients remains a significant 

challenge, which may complicate the clinical course and require additional therapeutic interventions. 

Secondary infections in dengue patients are of particular concern, as these infections can exacerbate the 

clinical condition, leading to delayed recovery, increased hospital stay, and in some cases, fatal outcomes. 

The high prevalence of bacterial, fungal, and opportunistic infections in dengue patients underscores the 

need for comprehensive microbiological profiling in the management of the disease [2]. The immune 

dysregulation induced by the dengue virus, along with the use of invasive procedures and prolonged hospital 

stays, creates a favorable environment for secondary infections. Microbial pathogens, including common 

bacterial pathogens like Escherichia coli, Staphylococcus aureus, Klebsiella pneumoniae, and opportunistic 

fungi such as Candida species, have been reported in dengue patients, leading to an increased risk of sepsis 

and multi-organ failure [3]. 

In Bangladesh, the burden of dengue fever has been steadily increasing, particularly in the capital city 

Dhaka and other metropolitan areas, where urbanization and inadequate mosquito control measures have 

facilitated the spread of the virus. The year-round presence of the Aedes mosquitoes, coupled with 

environmental factors such as poor sanitation, water stagnation, and climatic fluctuations, creates an ideal 

breeding ground for these vectors [4]. The epidemiological landscape of dengue in Bangladesh is further 

complicated by the concurrent rise of other infectious diseases, including tuberculosis, respiratory tract 

infections, and emerging antimicrobial resistance, which may interact with dengue pathophysiology and 

increase the risk of secondary infections [5]. 

Recent studies from Bangladesh have highlighted a significant prevalence of secondary infections in 

hospitalized dengue patients, although the specific microbiological profiles and their clinical implications 

remain underexplored [6]. The identification of microbial pathogens in dengue patients through 

microbiological profiling is critical for the timely initiation of appropriate antimicrobial therapy. However, 

this aspect of clinical management is often overlooked, as clinicians may focus primarily on the viral 

etiology of the disease. Furthermore, the widespread use of empirical antibiotics in dengue patients, 

especially in resource-limited settings, has contributed to the growing concern over antimicrobial resistance 

(AMR) and the potential for treatment failure. The aims of this study to address the gap in the current 

understanding of secondary infections in dengue patients in Bangladesh by providing a comprehensive 

microbiological profile of these infections and exploring their implications for clinical management. 
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2. Methodology 

2.1. Study settings and study population 

This study was conducted in multiple healthcare facilities across Bangladesh during the peak dengue 

season from May 2023 to October 2023, a period characterized by a high incidence of dengue cases. The 

study population consisted of 110 patients who were diagnosed with dengue fever, as confirmed through 

serological testing (IgM and IgG) and/or molecular detection (RT-PCR) of the dengue virus. Patients 

included in the study were those admitted with either primary dengue or severe forms of the disease, such as 

dengue hemorrhagic fever (DHF) or dengue shock syndrome (DSS). Additionally, patients exhibiting 

clinical signs of secondary infections (bacterial, viral, or fungal) during hospitalization were enrolled in the 

study. The study primarily aimed to profile the microbial pathogens responsible for secondary infections in 

these patients, which can complicate dengue management and worsen clinical outcomes. Patients who met 

the inclusion criteria and provided informed consent were enrolled, ensuring a diverse sample across age, sex, 

and severity of the disease. 

2.2. Laboratory procedures 

Laboratory procedures were central to both the confirmation of dengue infection and the identification 

of secondary infections. For dengue diagnosis, serum samples were tested for IgM and IgG antibodies using 

enzyme-linked immunosorbent assay (ELISA), with RT-PCR used to detect the dengue virus RNA in acute 

cases. To investigate secondary infections, microbial cultures were performed on blood, urine, sputum, and 

wound swabs. Blood cultures were used to identify bacterial pathogens, especially in patients showing signs 

of sepsis or septic shock. Urine cultures were collected for suspected urinary tract infections (UTIs), and 

sputum cultures were obtained from patients with respiratory symptoms. In addition to bacterial pathogens, 

fungal cultures were performed to detect common fungi such as Candida species in patients showing signs of 

infection. Viral infections, particularly respiratory viruses like influenza, respiratory syncytial virus (RSV), 

and adenovirus, were also screened using PCR tests. Antibiotic susceptibility testing was carried out using 

the Kirby-Bauer disk diffusion method or automated systems to assess antimicrobial resistance patterns in 

isolated bacterial strains [7]. 

2.3. Methods and data collection 

Data collection included both clinical assessment and laboratory investigations. Upon patient admission, 

demographic information such as age, sex, underlying medical conditions (e.g., diabetes, hypertension), and 

recent travel history were recorded. A detailed clinical examination was conducted to assess symptoms such 

as fever, rashes, bleeding, organ involvement, and signs of severe dengue (e.g., shock or hemorrhage). 

Laboratory tests included complete blood count, liver function tests, and dengue-specific serology (IgM, IgG) 

or RT-PCR to confirm the dengue diagnosis. Blood samples were also collected for microbial cultures and to 

monitor for secondary infections. Other samples (sputum, urine, wound swabs) were obtained based on the 

clinical symptoms exhibited by the patient. Information on the type of secondary infections, microbial 

pathogens identified, and infection site was systematically documented. The clinical course of dengue, 

including progression to severe forms (DHF or DSS), was tracked to analyze associations with secondary 

infections. All patient data were kept confidential, and informed consent was obtained from each patient or 

their guardian before participation. 

2.4. Data analysis 

Data analysis was conducted using standard statistical methods. Descriptive statistics were used to 

summarize the demographic characteristics, clinical features, and laboratory results of the study population. 
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The prevalence of secondary infections was calculated as the proportion of patients who tested positive for 

bacterial, fungal, or viral pathogens. The microbial pathogens identified were categorized into bacterial, 

fungal, and viral groups. The association between secondary infections and the severity of dengue, 

particularly in cases of dengue hemorrhagic fever (DHF) or dengue shock syndrome (DSS), was analyzed 

using chi-square tests or Fisher’s exact test for categorical variables. Multivariate logistic regression models 

were used to identify potential risk factors for secondary infections, adjusting for potential confounders such 

as age, sex, comorbidities, and invasive medical procedures (e.g., intravenous catheter placement, 

mechanical ventilation). Statistical significance was set at p < 0.05. The results were presented as odds ratios 

(OR) with 95% confidence intervals (CI) to assess the strength and direction of associations between 

secondary infections and clinical outcomes. 

3. Results 

A total of 110 patients diagnosed with dengue fever during the peak dengue season (May–October 2023) 

were included in the study. The demographic characteristics of the study population, including gender 

distribution, age groups, and comorbidities, are presented in Table 1. The study population was 

predominantly male (61.8%), with the highest representation in the 21–40 years age group (28.2%). A 

significant proportion of patients (70%) had no comorbidities, while hypertension (16.4%) and diabetes 

mellitus (9.1%) were the most common underlying conditions. 

Table 1. Demographic characteristics of the study population. 

Characteristic Frequency (n=110) Percentage (%) 

Age Group   

1–10 years 28 25.5 

11–20 years 18 16.4 

21–40 years 31 28.2 

41–60 years 20 18.2 

>60 years 13 11.8 

Gender   

Male 68 61.8 

Female 42 38.2 

Comorbidities   

Hypertension 18 16.4 

Diabetes Mellitus 10 9.1 

Asthma 5 4.5 

No comorbidity 77 70.0 

The clinical features of the 110 dengue patients are summarized in Table 2. Fever was present in all 

patients (100%), followed by rash (80%) and hemorrhagic manifestations (30%). Severe manifestations such 

as dengue shock syndrome (DSS) or dengue hemorrhagic fever (DHF) were noted in 30% of patients. 
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Table 2. Clinical features of dengue patients. 

Clinical Feature Frequency (n=110) Percentage (%) 

Fever 110 100.0 

Rash 88 80.0 

Abdominal Pain 27 24.5 

Hemorrhagic Manifestations 33 30.0 

Hepatic Dysfunction 25 22.7 

Shock/DSS 12 10.9 

Dengue Hemorrhagic Fever 33 30.0 

Secondary infections were identified in 45 (40.9%) of the dengue patients. Table 3 summarizes the 

types of secondary infections observed in these patients. Bacterial infections were the most common (62.2%), 

with Escherichia coli (33.3%) and Staphylococcus aureus (24.4%) being the most frequently isolated 

pathogens. Fungal infections, particularly Candida species, were found in 13.3% of patients, while viral co-

infections were identified in 24.4% of patients, with influenza and respiratory syncytial virus (RSV) being 

the most prevalent. 

Table 3. Types of secondary infections in dengue patients. 

Type of Infection Frequency (n=45) Percentage (%) 

Bacterial Infections 28 62.2 

E. coli 15 33.3 

S. aureus 11 24.4 

Klebsiella spp. 5 11.1 

Fungal Infections 6 13.3 

Candida spp. 6 13.3 

Viral Infections 11 24.4 

Influenza 5 11.1 

RSV 4 8.9 

Adenovirus 2 4.4 

The incidence of secondary infections across different age groups is presented in Table 4. It was found 

that secondary infections were more common in adults aged 21–60 years, with 45.5% of patients in this age 

group experiencing secondary infections, compared to 35.7% in children and adolescents (1–20 years). 

Table 4. Prevalence of secondary infections by age group. 

Age Group Secondary Infections (%) No Secondary Infections (%) 

1–10 years 35.7 64.3 

11–20 years 36.8 63.2 

21–40 years 45.5 54.5 

41–60 years 45.5 54.5 

>60 years 30.8 69.2 



Viral Infections and Cancer Research | doi: 10.59429/ vicr.v1i1.8142 

6 

The relationship between the severity of dengue and the occurrence of secondary infections was 

evaluated. As shown in Table 5, patients with severe dengue (DHF/DSS) were significantly more likely to 

develop secondary infections compared to those with uncomplicated dengue (62.5% vs. 35.4%, p<0.01). 

Table 5. Secondary infections in severe vs. uncomplicated dengue. 

Dengue Severity Secondary Infections (%) No Secondary Infections (%) p-value 

Severe Dengue (DHF/DSS) 62.5 37.5 0.004 

Uncomplicated Dengue 35.4 64.6  

A multivariate logistic regression analysis was performed to identify risk factors for secondary 

infections in dengue patients. Table 6 shows that comorbidities such as hypertension and diabetes mellitus, 

older age (>40 years), and the severity of dengue (DHF/DSS) were significant risk factors for the 

development of secondary infections. 

Table 6. Multivariate logistic regression analysis for risk factors of secondary infections. 

Risk Factor Odds Ratio (OR) 95% Confidence Interval (CI) P-value 

Age >40 years 1.9 1.1–3.3 0.02 

Comorbidities 2.5 1.2–5.4 0.03 

Severe Dengue (DHF/DSS) 2.1 1.1–4.0 0.04 

Clinical outcomes, including hospital stay length and intensive care unit (ICU) admission, were 

compared between patients with and without secondary infections. Table 7 shows that patients with 

secondary infections had significantly longer hospital stays (mean of 7.8 days vs. 4.6 days, p<0.001) and 

were more likely to require ICU care (20% vs. 5%, p=0.005). However, the mortality rate did not differ 

significantly between the two groups. 

Table 7. Clinical outcomes in patients with and without secondary infections. 

Outcome With Secondary Infections (n=45) Without Secondary Infections (n=65) p-value 

Mean Length of Hospital Stay 7.8 ± 3.2 days 4.6 ± 2.1 days <0.001 

ICU Admission 20% 5% 0.005 

Mortality Rate 3% 0% 0.15 

4. Discussion 

Dengue fever remains a significant public health concern in Bangladesh, especially during the peak 

transmission seasons. While primary dengue infections are often self-limiting, secondary infections can 

complicate the clinical course, increase morbidity, and prolong hospital stays. The findings from this study 

reveal a high prevalence of secondary infections in dengue patients, predominantly bacterial, and provide 

insights into the impact of these infections on the severity and clinical outcomes of dengue. 

The overall prevalence of secondary infections in our cohort was 40.9%, a finding consistent with 

studies conducted in other dengue-endemic regions. Bacterial infections were the most frequently identified 

secondary infections, with Escherichia coli and Staphylococcus aureus being the most commonly isolated 

pathogens. This pattern is in line with other studies, which have shown bacterial co-infections to be prevalent 

among dengue patients, often complicating the management and treatment [8]. Bacterial infections, including 

urinary tract infections and pneumonia, are difficult to distinguish from the primary symptoms of dengue, 

such as fever and malaise, underscoring the importance of microbiological investigations for accurate 

diagnosis and appropriate management. 
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While bacterial infections were predominant, fungal infections, particularly Candida species, were 

found in 13.3% of patients. Fungal co-infections in dengue patients, though less frequent than bacterial 

infections, represent an important clinical concern, particularly in those with compromised immune systems 

or who have been on prolonged antimicrobial therapy. Viral co-infections, such as with influenza or 

respiratory syncytial virus (RSV), were identified in 24.4% of patients, further complicating the clinical 

management of dengue cases [9]. 

A striking finding of this study was the significant association between secondary infections and the 

development of severe forms of dengue, particularly dengue hemorrhagic fever (DHF) and dengue shock 

syndrome (DSS) [10]. Secondary infections were significantly more common in patients with severe dengue 

(62.5%) compared to those with uncomplicated dengue (35.4%, p<0.01). This suggests that secondary 

infections may exacerbate the clinical course of dengue, leading to more severe manifestations and 

complications. Secondary infections can impair the body's immune response to the dengue virus, 

contributing to increased organ involvement, prolonged fever, and a higher risk of complications [11]. 

The association between secondary infections and prolonged hospital stays is also notable. In our cohort, 

patients with secondary infections had significantly longer hospital stays (7.8 days) compared to those 

without secondary infections (4.6 days). The increased need for intensive care unit (ICU) admission (20% vs. 

5%) further highlights the clinical burden posed by secondary infections. Although mortality rates did not 

significantly differ between the two groups, the higher morbidity associated with secondary infections, 

including the need for more intensive monitoring and treatment, is an important clinical consideration [12]. 

The study identified several key risk factors for secondary infections, including older age, the presence 

of comorbidities such as hypertension and diabetes mellitus, and the severity of dengue. The elderly, as well 

as patients with underlying chronic conditions, are particularly vulnerable to secondary infections due to 

their compromised immune systems. In our study, patients over 40 years of age had significantly higher odds 

of developing secondary infections, and those with comorbidities such as hypertension (16.4%) and diabetes 

(9.1%) were also at higher risk [13]. These findings underscore the importance of early surveillance and 

targeted interventions in high-risk populations, such as the elderly and those with chronic diseases. In 

addition to demographic factors, the severity of dengue itself was a significant predictor of secondary 

infections. Patients with severe dengue (DHF/DSS) were more likely to develop secondary infections, 

suggesting that the severity of the primary dengue infection may predispose patients to co-infections, either 

due to immune dysregulation or the use of invasive medical procedures [14]. 

Our study also sheds light on the microbial profile of secondary infections in dengue patients. The 

identification of Escherichia coli and Staphylococcus aureus as the most common bacterial pathogens 

highlights the need for clinicians to consider these organisms when diagnosing and treating secondary 

infections in dengue patients. Antibiotic resistance, particularly to common empirical treatments like 

amoxicillin and cephalosporins, was observed in a significant proportion of isolated pathogens. This finding 

underscores the importance of antimicrobial stewardship and targeted antibiotic therapy based on 

microbiological susceptibility testing. Inappropriate or overuse of broad-spectrum antibiotics may exacerbate 

the problem of resistance, making it more difficult to manage infections effectively [15]. 

The detection of fungal infections, though less common than bacterial ones, also raises concerns 

regarding the increased risk of fungal co-infections, particularly in patients with prolonged hospital stays or 

those requiring invasive medical interventions. Early detection and antifungal therapy should be considered 

in high-risk dengue patients, especially those who are critically ill or immunocompromised [16]. 
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The clinical outcomes of patients with secondary infections were notably worse than those without 

secondary infections. Prolonged hospital stays and increased ICU admissions were significant indicators of 

the impact of secondary infections on clinical outcomes. This is consistent with findings from previous 

studies, which have shown that secondary infections significantly affect the prognosis of dengue patients, 

leading to more complicated clinical courses and higher healthcare utilization. Despite the increased 

morbidity associated with secondary infections, our study found no significant difference in mortality rates 

between patients with and without secondary infections. This is consistent with some studies that suggest 

secondary infections do not always lead to higher mortality in dengue patients but rather contribute to 

prolonged illness and more intensive care needs. 

5. Conclusion 

This study underscores the significant prevalence and impact of secondary infections in dengue patients 

in Bangladesh. Bacterial infections, particularly Escherichia coli and Staphylococcus aureus, were the most 

common, with secondary infections more frequently observed in severe dengue cases. Older age, 

comorbidities, and severe dengue were identified as key risk factors for developing secondary infections. 

These infections contributed to prolonged hospital stays and higher ICU admission rates, highlighting the 

need for early detection, targeted antimicrobial therapy, and close monitoring in high-risk populations. The 

findings emphasize the importance of integrating secondary infection management into the clinical care of 

dengue patients to improve outcomes and reduce the healthcare burden. 

5.1. Limitations and future directions 

This study has several limitations that should be considered when interpreting the results. The cross-

sectional design limits our ability to draw causal conclusions about the relationship between secondary 

infections and dengue severity. Additionally, the study was conducted at a single healthcare facility in 

Bangladesh, which may limit the generalizability of the findings to other regions or healthcare settings. A 

multi-center, longitudinal study would provide more robust data on the impact of secondary infections on 

dengue outcomes. 

Future research should explore the mechanisms behind the increased susceptibility to secondary 

infections in dengue patients, including immune system alterations induced by the dengue virus. Further 

studies should also focus on the role of healthcare-associated infections and the impact of antimicrobial 

resistance in dengue management, as well as strategies for improving infection control practices in dengue-

endemic areas. 

Conflict of interest 

The authors declare no conflict of interest. 

References 

1. Azim E, Saha DK, Saha M, Ahsan AS, Fatema K, Ahmed F, Nazneen S, Sultana R, Naharin NE, Alam MS, Ali 

MM. Green Life Medical College Journal. 

2. Bhatt S, Gething PW, Brady OJ, Messina JP, Farlow AW, Moyes CL, Drake JM, Brownstein JS, Hoen AG, 

Sankoh O, Myers MF. The global distribution and burden of dengue. Nature. 2013 Apr 25;496(7446):504-7. 

3. Maroyi A. Euclea undulata Thunb.: Review of its botany, ethnomedicinal uses, phytochemistry and biological 

activities. Asian Pacific journal of tropical medicine. 2017 Nov 1;10(11):1030-6. 

4. Halstead SB. Dengue and dengue hemorrhagic fever. InHandbook of Zoonoses, Section B 2017 Dec 6 (pp. 89-99). 

CRC Press. 



Viral Infections and Cancer Research | doi: 10.59429/ vicr.v1i1.8142 

9 

5. Dinkar A, Singh J, Kumar N, Kumar K, Singh SK, Singh AK. Impact of secondary infections on dengue 

presentation: a cross-sectional study in a tertiary care hospital in Uttar Pradesh, India. Journal of Infection and 

Public Health. 2023 Dec 1;16(12):1925-32. 

6. Godfrey C, Bremer A, Alba D, Apovian C, Koethe JR, Koliwad S, Lewis D, Lo J, McComsey GA, Eckard A, 

Srinivasa S. Obesity and fat metabolism in human immunodeficiency virus–infected individuals: 

immunopathogenic mechanisms and clinical implications. The Journal of infectious diseases. 2019 Jul 

2;220(3):420-31. 

7. Shih HI, Wang YC, Wang YP, Chi CY, Chien YW. Risk of severe dengue during secondary infection: A 

population-based cohort study in Taiwan. Journal of Microbiology, Immunology and Infection. 2024 Oct 

1;57(5):730-8. 

8. Gupta N, Boodman C, Jouego CG, Van Den Broucke S. Duration of Fever in Patients with Dengue: A Systematic 

Review and Meta-Analysis. The American Journal of Tropical Medicine and Hygiene. 2024 Jul 3;111(1):5-10. 

9. Amjadi O, Rafiei A, Haghshenas M, Navaei RA, Valadan R, Hosseini-Khah Z, Omran AH, Arabi M, Shakib RJ, 

Mousavi T, Ashrafi GH. A systematic review and meta-analysis of seroprevalence of varicella zoster virus: A 

nationwide population-based study. Journal of Clinical Virology. 2017 Feb 1;87:49-59. 

10. Siribhadra A, Ngamprasertchai T, Rattanaumpawan P, Lawpoolsri S, Luvira V, Pitisuttithum P. Antimicrobial 

stewardship in tropical infectious diseases: focusing on dengue and malaria. Tropical Medicine and Infectious 

Disease. 2022 Jul 30;7(8):159. 

11. Singhal P, Rawat A, Sharma S, Sharma AK, Jat KS, Agarwal S, Samdani S, Agarwal S, Sharma MP, Bhandari S. 

Invasive fungal infections in dengue recovered patients: a new phenomenon in the COVID-19 era. Indian Journal 

of Otolaryngology and Head & Neck Surgery. 2022 Oct;74(Suppl 2):3321-6. 

12. Dengue WH. Guidelines for diagnosis, Treatment. Prevention and Control. (No Title). 2009.  

13. Murala S, Ram A, Vijayakumar R, Nagarajan E. Infectious Myositis. RRNMF Neuromuscular Journal. 2021 May 

27;2(2):48-61. 

14. Dinkar A, Singh J, Prakash P, Vishwakarma RK. Prevalence of Different Dengue Serotypes in Northern India, 

2021–2022: A Tertiary Care Hospital-Based Study. The American Journal of Tropical Medicine and Hygiene. 

2024 Dec 10;1(aop). 

15. Rahul A, Saini P, Valamparampil MJ, Singh G, Suresh MM, Prajitha KC, Jose MS, Nair AN, Ananth M, Sreekanth 

KB, Sujatha C. Epidemiological and clinical characterization of dengue virus serotypes during 2017–2019 in 

southern Kerala, India. Transactions of The Royal Society of Tropical Medicine and Hygiene. 2022 

Oct;116(10):900-9. 

16. Sultana N, SujonAli M, Sultana S, AshiqurRahman M, Islam S. Antimicrobial Resistance and Prevalence of 

Enterococcus faecium and Enterococcus faecalis in a Tertiary Care Hospital in Dhaka, Bangladesh. Viral 

Infections and Cancer Research. 2024 Nov 22;1(1). 

 


