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Abstract: Filamentous fungal hydrophobic protein is a surfactant protein with unique amphiphilic properties, which plays a
key role in fungal growth and environmental adaptation. With the development of related technologies, significant progress
has been made in the study of its expression regulation mechanism. This paper reviews its structure, function and industrial
application potential, focuses on the analysis of key regulatory factors, and points out that its expression is regulated by
multiple levels such as transcription, translation and post-translational modifications: transcriptional factors and environmental
factors affect the transcriptional level, and post-translational modifications (especially glycosylation) are crucial for its stability
and function. In the future, it is necessary to strengthen the integration of multi-omics to provide theoretical support for its
application in multiple fields.
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