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Abstract: Food safety is closely linked to human health, Diazinon, as a widely used pesticide, has been listed as a Class II
carcinogen from (International Agency for Research on Cancer, IARC), raising widespread concerns. In this study, we used
five toxicity prediction databases to reveal its carcinogenic potential. We collected 168 targets for Diazinon, and 2,768 cancer-
related targets, with 36 overlapping targets. Followed by Friends analysis, identifying 20 core targets. Functional enrichment
via Metascape highlighted cancer as the primary pathway, potentially involving mechanisms related to the MAPK cascade
regulation. Molecular docking with Autodock 1.5.7 revealed that 16 of the 20 core targets had binding energies <-5 kcal/
mol, with dihydrofolate reductase (DHFR) showing the lowest binding energy (-6.7 kcal/mol). Pan-cancer analysis of DHFR
further elucidated its role in tumorigenesis. This study provides a theoretical basis for understanding Diazinon's molecular
toxicity mechanisms, facilitating future research on disease prevention and treatment.
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